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INTRODUCTION

MATERIALS AND METHODS

Pacific herring refers to the subspecies of eastern or low-
vertebrate herring - Clupea pallasii pallasii Val. and dwells
within the continental shelf and adjacent inland areas and
forms local herds that differ in biological, ecological,
morphological characteristics, numbers, and areas of
spawning and foraging. Studies of the population
structure using molecular genetic markers are not
numerous, despite long-term

The material for this work was provided by 9 selections
collected in 2007-2010 in the spawning grounds of the
Japan and Okhotsk seas during the spawning season. The
number of samples was 366 copies and 11 microsatellite
loci were used for research. After PCR, the resulting
microsatellite locus amplification product was separated
using the "ABI 3100 Genetic analyzer" capillary

electrophoresis system.
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