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Background Results

» Throughout the fishery’s history, the sex ratio of commercially-caught Pacific halibut has 2017 Commercial Sex
remained unknown as landed individuals are eviscerated at sea and the sexes are otherwise Ratios within IPHC

Regulatory Areas

Indistinguishable. The sex ratio from the IPHC’s fishery independent setline survey (FISS)
has thus far been the only direct source of sex-ratio information.

» Differences In size between individuals landed commercially and on the FISS suggested a
greater proportion of females In the fishery.

» Drinan et al. 2017 identified two sex-linked single nucleotide polymorphisms (SNPs) able to
distinguish between males and females and described molecular assays to identify an
individual’s sex by these genetic signatures.
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Study Objectives

» Develop multiplex assay for both sex-determining SNPs (twice the data for half the price)

» Directly determine the 2017 commercial catch sex ratio through SNP genotyping

Methods
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vwere based on fhose describectIn Drinan eta . » The higher proportion of females in commercial samples
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2 » 1.5% of genotyped samples display a unique haplotype or combination
R s W] of haplotypes that do not strictly correspond to either sex. > Drinan D.P., Loher T., & Hauser L. (2017) Identification of
Genomic Regions Assoclated with Sex in Pacific Halibut.
» May be caused by an additional SNP in the probe binding regions, Journal of Heredity. 109(3): 326-332.
\ chromosomal inversion, or something else. Additional sequencing of > View more information and data at www.iphc.int
BT these regions (to be completed in 2020) will help clarify. I
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