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Redrawn from S@rensen JG and Loeschcke V (2007). J. Biosci. 32(3):447-456.
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Myt-OME bioinformatics

35,157 Expressed Sequence Tags (ESTs)
 Average read of 750 bases
e Paracel Transcript clustering

Myt-OME sequence annotation
* AutoFact
 NCBI
 KEGG, Pfam, LSU, SSU
* mollusca_pro and mytibase

NCBI GenBank non-

project sequences
* Annotation by AutoFact

csc.uvic.ca
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Legend - Scatter Plot
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Launched on interpretation: slide

Fold change value:
2.0

r2 =0.99882275



Tissue 1 Tissue 2 Tissue 1 Tissue 2

Species 1 Species 2
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Normalized intensity values
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Fold increase

Haemocyte expression of Mytilin B
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Ultimate goals

Proteomics

Field kit

Tissue selections Biomarker genes

Microarray analysis

Provisional patent application submitted
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